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Val Ser Asp Leu Gin Lya Ser Leu Aan Tyr Trp Cys Asn Leu Leu Gly 
150 155 160 

Met Lys lie Tyr Glu Lys Asp Glu Gtu Lys Gin Arg Ala Leu Leu Gly 

^65 170 . i75„. 

Tyr Ala Asp Asn Gin Gys Lys Leu oiu Leu Gin Gly Val Lys Gly Gly 

180 185 190 

Val Asp His Ala Ala Ala Phe Gly Arg lie Ala Phe Ser Cys Pro Gin 

195 200 205 

Lys Glu Leu Pro Asp Leu Glu Asp Leu Met Lys Arg Glu Asn Gin Lys 

210 215 220 

I le Leu Thr Pro Leu Val Ser Leu Asp Thr Pro Gly Lys Ala Thr Val 
225 230 235 240 

Gin Val Val lie Leu Ala Asp Pro Asp Gly His Glu lie Cys Phe Val 

245 250 255 

Gly Asp Glu Ala Phe Arg Glu Leu Ser Lys Met Asp Pro Glu Gly Ser 

260 265 270 

Lys Leu Leu Asp Asp Ala Met Ala Ala Asp Lys Ser Asp Glu Trp Phe 

275 280 285 

Ala Lys His Asn Lys Pro Lys^Ala Ser Gly 
290 295 



<210> 57 
<211> 1913 
<212> DMA 
<213>, Homo sapiens 
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<220> 
<221> COS 

<222> (303).. (1379) 
5 <400> 57 

aaca^ecta cccacagagt gaacaagaga gagtcatttg ggaaacaaaa ggagaatttt 60 
acagagagag agggatagct aaaactacgt gagcctggcg agggtgcaga gcagaaagta 120 
10 gagactgtcc gaagactgct atctgggacg agacaagttg ttaaagggac aggagagaaa 180 
gcagagctat ttcaagagtg agccacagaa gggaatccag aggccatcta agcgaggaag 240 
ggtctacagg cagtgagtga aggccaggag cagggcccag gccaggcacg accaccgagg 300 

15 

gg atg aac ttc aca gtg ggt ttc aag ccg ctg eta ggg gat gca cac 347 
Met Asn Phe Thr Val Gly Phe Lys Pro Leu Leu Gly Asp A!a His 
1 5 10 15 - 

2D age atg gae aac ctg gag aag cag etc ate tgc ccc ate tgc ctg gag 395 
Ser Met Asp Asn Leu Glu Lys Gin Leu lie Cys Pro I te Cys Leu Glu 
20 25 30 

atg ttc tec aaa cca gtg gtg ate ctg ecc tgc caa cac aac ctg tgc 443 
25 Met Phe Ser Lys Pro Val Val Me Leu Pro Cys Gin His Asn Leu Cys 
35 40 45 

cgc aaa tgt gee aac gac gtc ttc cag gee teg aat ect eta tgg cag 491 
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Arg Lys Cys Ala Asn Asp Val Phe Gin Ala Ser Asn Pro Leu Trp Gin 
50 55 60 

tec egg ggc tec acc act gtg tot tea gga ggc cgt ttc cgc tgc cca 539 
Ser Arg Gly Ser Thr Thr Val Ser Ser Gly Qly Arg Phe Arg Cys Pro 
65 70 75 

teg tgc agg cat gag gtt gtc ctg gac aga cac ggt gtc tac ggc ctg 587 
Ser Cys Arg His Glu Val Val Leu Asp Arg His Gly Val Tyr Gly Leu 
80 85 90 . 95 

cag cga aac ctg eta gtg gag aac att ate gac att tac aag cag gag 635 
Gin Arg Asn Leu Leu Val Glu Asn lie lie Asp lie Tyr Lys Gin Glu 
100 105 110 

tea tee agg ccg ctg cac tec aag get gag cag cac etc atg tgc gag 683 
Ser Ser Arg Pro Leu His Ser Lys Ala Glu Gin His Leu Met Cys Glu 
115 t20 125 

gag cat gaa gaa gag aag ate aat att tac tge ctg age tgt gag gtg 731 
Glu His Glu Glu Glu Lys I le Asn tie Tyr Cys Leu Ser Cys Glu Val 
130 135 140 

cec acc tgc tet etc tgc aag gtc ttc ggt gee cac aag gac tgt gag 779 
Pro Thr Cys Ser Leu Cys Lys Val Phe Gly Ala His Lys Asp Cys Glu 
145 150 155 

gtg gee cca ctg ccc acc att tac aaa cgc cag aag agt gag etc age 827 
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Vat Ala Pro Leu Pro Thr I le Tyr Lys Arg Gin Lys Ser Glu Leu Ser 
160 1 65 170 175 

gat ggc ate ccg ate etc fftg gca ggc aat gac cgc gtg caa gca gtg 875 
5 Asp Gty lie Ala Met Leu Val Ala Gly Asn Asp Arg Val Gin Ala Val 
180 185 190 



ate aca cag atg gag gag gtg tgc cag act ate gag gae aat age egg 923 
lie Thr Gin Met Glu Glu Val Gys Gin Thr lie Glu Asp Asn Ser Arg 
10 195 200 205 

agg cag aag cag ttg tta aac cag agg ttt gag age ctg tge gca gtg 971 
Arg Gin Lys Gin Leu Leu Asn Gin Arg Phe Glu Ser Leu Cys Ala Val 
210 215 220 

15 

ctg gag gag cgc aag ggt gag ctg ctg cag gcg ctg gcc egg gag caa 1019 
Leu Glu Glu Arg Lys Gly Glu Leu Leu Gin Ala Leu Ala Arg Glu Gin 
225. 230 235 

20 gag gag aag ctg cag cgc gtc cgc ggc etc ate cgt cag tat ggc gac 1067 
Glu Glu Lys Leu Gfn Arg Val Arg Gly Leu lie Arg Gin Tyr Gly Asp 
240 245 250 255 

cac ctg gag gee tee tct aag ctg gtg gag tet gee ate cag tec atg 1115 
25 His Leu Glu Ala Ser Ser Lys Leu Vat Glu Ser Ala I le Gin Ser llet 
260 265 270 

gaa gag cca caa atg gcg ctg tat etc cag cag gee aag gag .ctg ate 1163 
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Glu Glu Pro Gin Met Ala Leu Tyr Leu Gin Gin Ala Lys Glu Leu He 
275 280 285 

aat aag gto ggg gcc atg teg aag gtg gag ctg gca ggg egg ccg gag 1211 
5 Asn Lys Val Gly Ala Met Ser Lys Val Glu Leu Ala Gly Arg Pro Glu 
290 295 300 

cca gge tat gag age atg gag caa tte ace gta agg gtg gag cac gtg 1259 
Pro Gly Tyr Glu Ser Met Glu Gin Phe Thr Val Arg Val Glu His Val 
10 305 310 315 

gee gaa atg etg egg ace ate gae tte cag cca gge get tec ggg gag 1307 
Ala Glu Met Leu Arg Thr I le Asp Phe Gin Pro Gly Ala Ser Gly Glu 
320 325 330 335 

15 

gaa gag gag gtg gcc cca gac gga gag gag gge age gcg ggg ccg gag 1355 
Glu Glu Glu Val Ala Pro Asp Gly Glu Glu Gly Ser Ala Gly Pro Glu 
340 345 350 

20 gaa gag egg ccg gat ggg cct taa ggcctgcgcc gacccgaccc tgctegagag 1409 
Glu Glu Arg Pro Asp Gly Pro 
355 

cccgcgctag agtcggggag gatetgegca gagaccgcag catcacccaa atcggcgceg 1469 

25 

gceccgggag gatctcaata aagaactega gcgtcccaga cccgtatctc ctttcgctgc 1529 
ccaaccccgc agcctggget togaaggcga cccgcecacc atectgocct tcccagaacc 1589 
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tgagaccgtc tggggggcgg aagccaaatg aacccctatt gggcacctct gtgatgccag ' 1 649 

gagcgaactg gtgagcccag cgccctggga agagggccga gggcggggcg gtggtgccgg 1709 

5 

gacctctgag gtcctgggga tttggggacc cttggggtcc acatgcacct ggctgacctg 1769 

gctgaaagcc gctgtctcgg agccccccac agcattttgt tcccctcccg ctggcccggg 1829 

10 ggccccacct tcccacgggt tcccacgctg ctgtgactgc cctgcctcta cgacaaaagc 1889 

caacgggtct tcagtacttt tatt 1913 

15 <210> 58 
<211> 358 
<212> PRT 

<213> Homo sapiens 
20 <400> 58 

Het Asn Phe Thr Val Gly Phe Lys Pro Leu Leu Gly Asp Ala His Set 

1 5 10 15 

Het Asp Asn Leu 6lu Lys Qln Leu I le Cys Pro I le Gys Leu Glu Met 
20 25 30 

25 Phe Ser Lys Pro Val Val lie Leu Pro Cys Gin His Asn Leu Cys Arg 
35 40 45 

Lys Cys Ala Asn Asp Val Phe Qln Ala Ser Asn Pro Leu Trp Gin Scr 
50 55 60 
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Arg Gly Scr Thr Thr Val Ser Ser Gly Gly Arg Phe Arg Cys Pro Ser 
65 70 75 80 

Cys Arg His Glu Val Val Leu Asp Arg His Gly Val Tyr Gly Leu Gin 
85 90 - 95 

5 Arg Asn Leu Leu Val Glu Asn lie I le Asp I le Tyr Lys Gin Glu Ser 
100 105 110 

Ser Arg Pro Leu His Ser Lys Ala Glu Gin His Leu Met Cys Glu Glu 

115 120 125 

His Glu Glu Glu Lys I le Asn I le Tyr Cys Leu Ser Cys Glu Val Pro 
10 130 135 140 

Thr Cys Ser Leu Cys Lys Val Phe Gly Ala His Lys Asp Cys Glu Val 
145 150 155 160 

Ala Pro Leu Pro Thr Me Tyr Lys Arg Gin Lys Ser Glu Leu Ser Asp 
165 170 175 

15 Gly lie Ala Met Leu Val Ala Gly Asn Asp Arg Val Gin Ala Val lie 
180 185 190 

Thr Gin Met Glu Glu Val Cys Gin Thr I le Glu Asp Asn Ser Arg Arg 

195 200 205 

Gin Lys Gin Leu Leu Asn Gin Arg Phe Glu Ser Leu Cys Ala Val Leu 
20 210 215 220 

Glu Glu Arg Lys Gly Glu Leu Leu Gin Ala Leu Ala Arg Qlu Gin Glu 
225 230 235 240 

Glu Lys Leu Gin Arg Val Arg Gly Leu lie Arg Gin Tyr Gly Asp His 
245 250 255 

25 Leu Glu Ala Ser Ser Lys Leu Val Glu Ser Ala lie Gin Ser Met Glu 
260 265 270 

Glu Pro Gin Met Ala Leu Tyr Leu Gin Gin Ala Lys Glu Leu lie Asn 
275 280 285 
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Lya Val Gly Ala Met Ser Lys Val Glu Leu Ala Gly Arg Pro Glu Pro 

290 295 300 

Gly Tyr Glu Ser Met Glu Gin Phe Thr Val Arg Val Glu His Val Ala 
305 310 315 320 

5 Glu Met Leu Arg Thr lie Asp Phe Gin Pro Gly Ala Ser Gly Glu Glu 
325 330 335 

Glu Glu Vat Ala Pro Aap Gly Glu Glu Gly Ser Ala Gly Pro Glu Glu 

340 345 350 

Glu Arg Pro Asp Gly Pro 
10 355 



<210> 59 
<211> 1520 
15 <212> DMA 

<213> Homo sapiens 

<220> 
<221> COS 
20 <222> (32) .. (1147) 

<400> 59 

aatccgagct cgtcccggcc tcaccagcgc c atg ctg ggc teg cga gcc gcg 52 

Met Leu Gly Ser Arg Ala Ala 

25 ^ 5 

ggg ttc gcg egg ggc ctg egg get ttg gca ctg gcg tgg ctg ccg ggc 100 
Gly Phe Ala Arg Gly Leu Arg Ala Leu Ala Leu Ala Trp Leu Pro Gly 



